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EDUCATION:
	1974-1978	Princeton University, Princeton, New Jersey, A.B. in Psychology (cum laude)
	1981-1982	University of Michigan, Ann Arbor, Michigan, M.P.H. in Epidemiology
	1983-1987	University of Michigan, Ann Arbor, Michigan, Ph.D. in Epidemiology
	1987-1991	Postdoctoral Fellow, Department of Medicine, Division of Clinical Epidemiology, University of Texas Health Science Center, San Antonio, Texas

ACADEMIC APPOINTMENTS:
	2014-present	Vice Division Chief for Research, Division of Endocrinology, Diabetes & Nutrition, University of Maryland School of Medicine, Baltimore, MD 
	2000-present	Professor, Department of Medicine/Division of Endocrinology, Diabetes & Nutrition, University of Maryland School of Medicine, Baltimore, MD (tenure awarded 2005)
	2000-present	Professor, Department of Epidemiology and Public Health, University of Maryland School of Medicine, Baltimore, MD
	1994-2000	Staff Scientist (1994-96), Associate Scientist (1996-98), Scientist (1999-2000), Southwest Foundation for Biomedical Research, San Antonio, TX
	1991-1994	Assistant Professor, Department of Medicine, Division of Clinical Epidemiology, University of Texas Health Science Center, San Antonio, Texas

OTHER PROFESSIONAL APPOINTMENTS:
	2005-2013	Track leader, Human Genetics and Genomic Medicine track, Program in Epidemiology and Human Genetics, Graduate Program in Life Sciences, University of Maryland, Baltimore.
	2001-present	Faculty, University of Maryland, Baltimore Graduate School, University of Maryland, Baltimore.
	2001-2014	Scientist (Adjunct), Southwest Foundation for Biomedical Research, San Antonio, TX
1999-2000	Professor (Adjunct), Department of Medicine, Division of Clinical Epidemiology, University of Texas Health Science Center, San Antonio, Texas

AWARDS AND HONORS: 
2024	Chairman’s Special Achievement Award, UMSOM Department of Medicine
2023	Visiting Professorship, Universidade Federal Do Paraná, Curitiba, Brazil. Dec 1-Dec 14, 2023.
2023	Chairman’s Special Achievement Award, UMSOM Department of Medicine
2017	Core Values Award.  University of Maryland, Baltimore. 
2016	Chairman’s Special Achievement Award, UMSOM Department of Medicine
2012	Research Faculty Teacher of the Year Award.  Division of Endocrinology, Diabetes, & Nutrition, Department of Medicine, University of Maryland School of Medicine.
2011	Outstanding Alumnus Award.  St. Paul’s School.  Brooklandville, MD.
2011	Faculty Mentor Award. Program in Epidemiology and Human Genetics, University of Maryland School of Medicine.  
2008	Harry and Jeanette Weinberg Foundation Research Award for American Heart Association Grant-in-Aid "Genes Influencing Susceptibility to Young Onset Stroke" 
2006	Faculty Mentor Award. Program in Epidemiology and Human Genetics, University of Maryland School of Medicine.  
2000	American Diabetes Association Modan Award (top scoring epidemiology abstract submitted to the Annual Scientific Meetings.  (with WHL Kao)
1984-1987 Diabetes Epidemiology Training Grant (University of Michigan). 
1982 	Klare Memorial Scholarship (University of Michigan)


SCIENTIFIC REVIEW AND ADVISORY BOARDS:
2024 -	External Scientific Review Board, ISAVRAD Consortium (Interaction between SARS-CoV-2 Infection and Ancestral Genomic Variations in the Risk of Alzheimer’s Disease).
2023-	Observational Study Monitoring Board (OSMB).  Advance Prevention of Pulmonary Fibrosis, UG3-UH3 Rare Disease Cohort.
2018 -	Abstract reviewer, International Stroke Conference.
2020-2022	External Advisory Committee.  Alzheimer Disease Sequencing Project, CHARGE Consortium.  
2017-2020	External Scientific Advisory Committee. Institute for Aging Research (IFAR) 
2011-2019	Faculty mentor, Young Investigator Initiative (YII) program, United States/Canada Bone and Joint Decade  
2013-2018	External Scientific Review Board, Cardiac Health Project (ICHP), Walter Reed National Military Medical Center, Bethesda, MD 
2017, 2022, 2023	Board of Scientific Counselors (ad hoc).  National Institute for Diabetes and Digestive Disorders (NIDDK) 
2017	Johns Hopkins University External Review: MD-GEM Predoctoral Training Program
2013	External review of NINDS Biorepository, Bethesda, MD
2001-2002	Scientific Sessions Planning Committee, American Diabetes Association

NIH Study Section Service Chartered member:
2014-2019	Center for Inherited Disease Research Access Committee [CIDR], NHGRI, (Chair, 2017-2019)
2013-2017	Kidney, Obesity, Nutrition, and Diabetes Study Section [KNOD] 
2002-2006	Cardiovascular and Sleep Epidemiology Study Section [CASE]

AD HOC GRANT REVIEW PANELS:
1996 - 	NIH study sections, multiple (ad hoc)
2025	Kuwait Foundation for the Advancement of Science
2024	NIDDK P30 Diabetes Research Centers grant review, panel member.
2024	Genome Alberta
2023, 2024	NIH National Center for Advancing Translational Sciences Special Emphasis Panel (NCATS), Chair 
2021	Sir Henry Wellcomm Postdoctoral Fellowship 
2019	NIH Rare Disease Clinical Research Network grant review, Co-Chair
2018	Health Research Council of New Zealand
2007-2019	Medical Research Council (UK) 
2000, 2017-	U.S. Department of Veterans Affairs, multiple (ad hoc)
2007-2020	Qatar National Research Foundation 
2018	Swiss National Science Foundation
2018	Health Research Council of New Zealand
2017	U.S. Department of Defense
2017	Swiss National Science Foundation
2010 - 2016	Florida Dept of Health James & Ester King Biomedical Research Program 
2013	Diabetes UK 
2010	Academy of Finland, Health Research Study Section
1997, 2001-2006	American Institute of Biological Sciences 
2005	Wellcome Trust (UK)
2004	Juvenile Diabetes Research Foundation

CONSORTIA LEADERSHIP ACTIVITIES:
2022-2024 	Polygenic Risk Methods in Diverse Populations Consortium (PRIMED), Co-Chair, Social and Ethical Implications of Polygenic Risk (SEIPR) working group
2021-2024 	Polygenic Risk Methods in Diverse Populations Consortium (PRIMED), Steering Committee
2017-present	The Early Onset Stroke Genetic Consortium, Steering Committee
2016-2023	TOPMed Stroke Working Group (co-convener)
2015-present	Trans-Omics Program in Precision Medicine (TOPMed), Steering Committee 
2012-present	Stroke Genetics Network (SiGN), Steering Committee, Analysis Committee Chair (2012-2017)
2016-2020	TOPMed ELSI Committee (co-convener)
2008-2012	Gene and Environment Association Studies (GENEVA) Steering Committee
1999-2004	IRAS Family Study, Steering Committee
1998-2004	International Type 2 Diabetes Linkage Analysis Consortium, Steering Committee, Data Coordinating Center 


EDITORAL SERVICE:
2023	Journal of Amish & Plain Anabaptist Studies (Guest co-editor, Issue on Health and Healthcare among the Plain Anabaptists)
2021-	Journal of Amish & Plain Anabaptist Studies (Editorial Board member)
2017-2018	Current Genetic Medicine Reports (Section editor, Cardiovascular Genetics)
2017-	Frontiers in Neurology (Review Editor, Stroke)
2009-2016	Diabetes (Associate Editor)
2011-2014	Diabetes Management (Editorial Advisory board)
2002-2014	Diabetes/Metabolism Research and Reviews (Co-Editor)
2006-2008	Diabetes (Editorial Board member)
1999-2001	Diabetes Care (Editorial Board member)


MANUSCRIPT REVIEWER (last 3 yrs):

1

2

4

Alzheimer’s Dementia
Amer J Human Genetics
Annals Intern Med
Annals Medicine
Annals Neurology
Brain Communication
Cell Genomics
Circulation
Circulation Genom Prec Med
Clinical Genetics
Clin Translational Medicine
Diabetes Care
European J Hum Genet
European J Neurol
Frontiers Neurology
Genes
Genet Epidemiol
Genetics in Medicine
Human Genetics
Hum Genetics Genomic Adv
Human Molec Genetics
Internat J Stroke
JAMA
J Am Heart Association
J Cell Molec Med
J Cerebral Blood Flow Metab
J Clin Endocrinol Metab
Nature Communica
Neurology
Osteoarth Cartilage
PLOS Genetics
PLOS Medicine
PLOS One
Seminar Arthr Rheum
Stroke
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ABSTRACT REVIEWER (National Meetings):
American Diabetes Assoc Annual Scientific Meetings (1993, 1995, 1998-99, 2001-02, 2011-12, 2020)
American Heart Assoc Annual Scientific Meetings (1999-2001)
International Stroke Conference Meetings (2015 – present)

UNIVERSITY SERVICE:
Committees (graduate program):
2006-2022	Admissions Committee, Program in Epidemiology and Human Genetics, Graduate Program in Life Sciences
2005-present	Epidemiology of Aging Oversight Committee
2001-present	UMB Graduate faculty 
2016,2019	Graduate Research Conference Judge

Committees (School of Medicine/campus):
2017-present	General Clinical Research Center Advisory Committee
2011-present	Dept of Medicine Strategic Planning Committee 
2011-present	Advisory Committee, Genomics Core 
2008-present	Dept of Medicine Promotion and Tenure Committee 
2006-2021	Executive Committee, Nutrition and Obesity Research Center 
2003-present	Applicant Interviewer, Univ Maryland Medical School
2015-2021	External Advisory Committee, Baltimore PKD Center
2016, 2021-	Search Committee, Cancer Epidemiology
2012-2013	Search Committee, Dean for Information Services
2005-2013	External Reviewer, GCRC
2001	Search Committee, Chief Information Officer. University of Maryland, Baltimore

Center Grants:
2005-2021	Associate Director, Nutrition and Obesity Research Center (NORC) 2015-present, and Molecular Genetics and Nutrigenomics Core Leader, 2005-present
2008-2018	Co-Director, Mid-Atlantic Diabetes Center (DRC 2014-2018, and Molecular Genetics and Nutrigenomics Core Leader (2008-2018) 

PhD Students (Primary mentor):

Toni Pollin, 2002-04.  The Old Order Amish of Lancaster County: defining the founder structure and mapping metabolic syndrome quantitative trait loci.
Patrick McArdle, 2004-06.  Genetic determinants of blood pressure variation on Chromosome 2q31-34.
Hua Ling, 2004-08.  Genetic determinants for metabolic syndrome-related traits in GEMS study.
Leah MacClellan, 2004-07.  Predictors of stroke in young women: The Stroke Prevention in Young Women Study.
Magda Tolea, 2004-07.  A comparison of cardiovascular hospitalization rates between Old Order Amish and non-Amish Caucasians.
Nicole Hoppman, 2005-07.  Fine mapping and functional studies of genes on Chromosome 4p that influence bone mineral density in Mexican Americans.
Nicole Dueker, 2008-12. Genetic variation in platelet function as a risk factor for ischemic stroke.
Xinggang Liu, 2009-12.  Determinants of intrathoracic adipose tissue and its association with cardiovascular disease risk factors in the Old Order Amish.
Michelle S. Yau, 2011-15.  Elucidating the phenotypic and genetic architecture of osteoarthritis progression.  
Megan Lynch, 2016 – 21.  Impact of consanguinity on reproductive health and other health outcomes in a founder population.
Thomas Jaworek, 2016-  The genetic architecture of early and late onset ischemic stroke.
Shisi (Lydia) He, 2019-2023 – Family History and Genetic Risk Factors and the Risk of Multiple Primary Cancers
Kevin Nguyen, 2020-2024 – Differential Impact of Conventional and Novel Risk Factors on Early and Late Onset Stroke
Jessica Tiner, 2023 – 
Annam Ahmad, 2024 - 


Post-doctoral Fellows (Primary mentor):

Wen-Chi Hsueh, PhD, 1995-98
Ikhide Imumorin, PhD, 2001-02
Haiqing Shen, PhD, 2005-07
Evadnie Rampersaud, PhD, 2005-07
Yu-Ching Cheng, PhD, 2008-10
Laura Yerges-Armstrong, PhD, 2008-12
May Montasser, PhD, 2009-11
Sarah Stephens, PhD, 2011-12
Huichun Xu, MD, PhD, 2013-15
Shabnam Salimi, AS, MD, MSc, 2015-16
Grace Man Zhang, PhD, 2018-19

COMMUNITY SERVICE:
	Student Support Network, Board of Directors.  2017-2021


RESEARCH GRANTS OBTAINED (PI/MPI):
R01 AR043351	1997-2010	Genetics of bone density in Mexican Americans
R01 HL069313 	2001-2006	Joint determinants of bone density and CVD calcification
R01 HL088119 	2007-2012	Genetic influences on coronary artery calcification
U01 HG004436 	2008-2010	Genetic risk to stroke in smokers and nonsmokers in two ethnic groups
AHA Grant-in-Aid	2008-2010	Genes influencing susceptibility to young onset stroke
RC2 AR058950	2009-2013	Genome-wide association study to identify genetic components of knee OA: the OAI (MPI)
R01 HL121007	2014-2018	Identification and functional characterization of a gene influencing LDL-C on 5q
P30 DK072488 	2015-2020	Mid Atlantic Nutrition and Obesity Research Center (NORC) (MPI since 2015; Co-Inv since 2005)
R01 NS100178	2017-2022	Genetics of ischemic stroke in the SiGN Consortium
R01 NS105150	2017-2022	Genetics of early-onset stroke Consortium (MPI)
R01 NS114628	2020-2025	Lifespan vascular biology on white matter (MPI) (PI in 2025)


INVITED LECTURES:
Regional, National, and International Meetings:
2023	7 Years of the Mennogen Project Symposium, Curitiba, Brazil
2023	Fiocruz Parana - Carlos Chagas Institute, Curitiba Brazil
2023	School of Biological Sciences, the Universidade Federal Do Paraná, Curitiba, Brazil
2023	Cancer Research Institute at IPEC-Guarapuava, Guarapuava. Brazil
2023 	International Stroke Genetics Consortium Workshop.  Melbourne, Australia
2022	DRIFT Symposium (satellite symposium at the Am Soc Hum Genet Annual Meeting), Los Angeles, CA.
2022	International Stroke Genetics Consortium Workshop.  Bordeaux, France
2021	7th Annual Conference of the Chinese Stroke Association & Tiantan International Stroke Conference 2021, Beijing, China. Virtual Conference.    
2021	90th Annual Meeting of the American Association of Physical Anthropologists (AAPA).  Virtual Conference.    
2019	International Stroke Genetics Consortium Workshop.  Cambridge, UK
2019	7th Annual Symposium on Advances in Genomics, Epidemiology, and Statistics (SAGES).  University of Pennsylvania, Philadelphia, PA.  
2018	International Stroke Genetics Consortium Workshop.  Kyoto, Japan
2018	CHARGE meeting.  Keynote Address.  Baltimore, MD.  
2018	27th Annual Research Matters Conference.  Univ of Maryland, Baltimore-Johns Hopkins University, Baltimore, MD
2017	International Stroke Genetics Consortium Workshop.  Utrecht, Netherlands
2017	TOPMed Steering Committee Scientific Meeting.  Tysons Corner, VA.
2016	International Stroke Genetics Consortium Workshop.  Boston, MA.
2016	TOPMed Steering Committee Scientific Meeting.  Alexandria, VA.
2015	Panelist, “Partnering for Progress in Precision Medicine: Public/Private Genomics Collaborations.”  New York BIO 25th Anniversary Conference.  New York, NY  
2013	U.S. Food and Drug Administration.  Public Workshop: The Center for Devices and Radiological Health (CDRH) Health of Women (HoW) Program Launch: Educate, Enable, Enlist and Explore - HoW to Improve the Health of Women.  Silver Spring, MD  
2012	International Stroke Genetics Consortium Workshop.  Newcastle, Australia
2012	International Stroke Genetics Consortium Workshop.  Krakow, Poland
2011	Preventive Medicine 2011 Annual Conference, San Antonio, TX  
2011	International Stroke Genetics Consortium Workshop.  Leuven, Belgium
2011	GENEVA Steering Committee Meeting, Washington DC
2010	International Stroke Genetics Consortium Workshop.  Edinburgh, Scotland
2010	International Stroke Genetics Consortium Workshop, Cincinnati, OH
2010	GENEVA Steering Committee Meeting, Washington DC
2010	60th Annual Scientific Meetings of the American Society for Human Genetics, Washington DC   
2005	The Bare Bones: A Symposium on Bone Health and Osteoporosis, Baltimore, MD
2005	PROGENI Network Analysis Workshop, Baltimore, MD
2005	International Congress on Schizophrenia Research, Savannah, GA   
2005	65th Annual Scientific Sessions of the American Diabetes Association. San Diego, CA   
2004	American Stroke Association’s 29th International Stroke Conference.  San Diego, CA   
2004	64th Annual Scientific Sessions of the American Diabetes Association.  Orlando, FL   
2003	NIH, Grantees investigator meeting.  Bethesda, MD
2002	National Institutes of Health, Bethesda, MD
2001	Mid-Atlantic Regional Human Genetics Network (MARHGN) Ann Conference. Annapolis, MD  
2001	4th Annual University of Maryland Diabetes Symposium, Joslin Diabetes Center. Baltimore, MD  
[bookmark: OLE_LINK7][bookmark: OLE_LINK8]2000	69th Annual Meeting of the American Association of Physical Anthropologists, San Antonio, TX   
[bookmark: OLE_LINK2]2000	60th Annual Scientific Meetings of the American Diabetes Association. San Antonio, TX  
2000	25th World Congress of Internal Medicine.  Cancun, MX 
1999	59th Annual Scientific Meetings of the American Diabetes Association.  San Diego, CA  
1998	Southwest Diabetes Symposium.  El Paso, TX
1997	Amer Diabetes Assoc Consensus Conference on Insulin Resistance Syndrome.  Los Angeles, CA  
1997	9th International Congress of Genes, Gene Families, and Isozymes.  San Antonio, TX 
1995	XIX Mexican National Congress of Cardiology, Cancun, MX
1993	Diabetes Mellitus Intragency Coordinating Committee/National Diabetes Information Clearinghouse, Bethesda, MD 
1992	Texas Affiliate, American Diabetes Association, San Antonio, TX  
1992	125th Annual Session of the Texas Medical Association, San Antonio, TX 
1990	National Institutes of Health, Bethesda, MD  

Visiting Lectures: University and Community:
2023	Palliative Care Grand Rounds.  University of Maryland School of Medicine.
2022	Health Care in the Amish.  Penn State Health: Inclusion Academy, Providing Culturally Responsive Care to Amish Patients, Virtual. 
2021	Health Care in the Amish.  Penn State Health: Inclusion Academy, Providing Culturally Responsive Care to Amish Patients, Virtual. 
2019	Nutrition, Diet & Health for the Plain Community, Health Education Conference.  Lancaster, PA.
2017	Duke Molecular Physiology Institute Seminar Series, Duke University, Durham, NC.
2017	Young Investigators Workshop, Bone and Joint Initiative, Keynote Speaker, Rosemont, IL
	2017	American Diabetes Association Research Summit 2017.  Roundtable Discussion Leader, Towson, MD
2017	Welch Center for Prevention, Epidemiology, and Clinical Research, Johns Hopkins Medical Institutions, Baltimore, MD   
	2016	University of Utrecht, Utrecht, the Netherlands
	2016	American Diabetes Association Research Summit 2016.  Roundtable Discussion Leader, Towson, MD
	2016	Nutrition and Obesity Research Center (NORC) Seminar Series, University of Alabama at Birmingham, Birmingham, AL
	2015	American Diabetes Association Research Summit 2015.  Roundtable Discussion Leader, Towson, MD
	2015	Endocrinology Grand Rounds, University of Maryland Midtown Campus, Baltimore, MD
	2014	Scientific Leadership & Professional Development Symposium for Pre-Clinical and and Translational Researchers.  UMSOM Research Career Development Program & UMB Clinical Research Curriculum Development (K 30) Program.  Baltimore, MD.
	2014	Regeneron Familial Hypercholesterolemia Symposium.  Regeneron Genetics Center.  Tarrytown, NY.  
	2014	7th Annual UMD-UMB Research and Innovation Seed Program.  University of Maryland at College Park.  College Park, MD.  
	2013	US Dept of Agriculture, Human Nutrition Center.  Beltsville, MD.
	2013	Dept. of Biostatistics and Epidemiology, University of Maryland at College Park.  College Park, MD.  
	2013	Center for Aging.  Tulane University.  New Orleans, LA.  
	2012	Johns Hopkins University Sleep and Asthma Research Group.  
	2011	Univ of Maryland Wellness Grand Rounds.  Baltimore, MD
	2010	Loch Raven High School.  Towson, MD
2010	Dept. of Genetics, Virginia Polytechnic Institute and State University, Arlington, VA
	2009	Human Genetics Center Seminar Series.  Univ of Texas Health Science Center, Houston, TX
	2009	Biology Seminar Series.  Goucher College, Towson, MD
	2008	Univ. of Indiana School of Medicine.  Endocrinology Grand Rounds, Indianapolis, IN.
	2008	Princeton Alumni Club, Davidge Hall, Baltimore, MD
	2008	Johns Hopkins Bloomberg School of Public Health.  Genetic Epidemiology Seminar Series, Baltimore, MD
	2007	Institute for Aging Research, Hebrew SeniorLife, Boston, MA
	2007	Dept of Population Science, Penn State Milton S. Hershey Medical Center, Hershey, PA
2006	Dept. of Human Genetics, University of Pittsburgh School of Public Health, Pittsburgh, PA
2005	Dept. of Public Health Science, Wake Forest Univ School of Medicine, Winston-Salem, NC
	2004	Grand Rounds, Union Memorial Hospital, Baltimore, MD
	2004	Genetic Epidemiology Group, Johns Hopkins Univ School of Public Health.  Baltimore, MD
	2003	Grand Rounds, Union Memorial Hospital, Baltimore, MD
	2002	Beltsville Human Nutrition Research Center, U.S. Department of Agriculture.  Beltsville, MD
1999	Southwest Forum, Argyle Club, San Antonio, TX
1999	Human Genetics Program, Univ of Maryland School of Medicine, Baltimore, MD  
1998	Dept. of Public Health Science, Wake Forest Univ School of Medicine, Winston-Salem, NC.  
	1997	Dept. of Medicine, University of Maryland School of Medicine, Baltimore, MD  
1996	Faculty Seminar Series, Southwest Foundation for Biomedical Research, San Antonio, TX
	1996	Endocrinology Grand Rounds, Johns Hopkins University Hospital, Baltimore, MD 
	1996	Dept. of Social & Preventative Medicine, State University of New York at Buffalo. Buffalo, NY
	1995	Dept. of Epidemiology and Preventive Medicine, Univ Maryland School of Medicine, Baltimore, MD
1995	Dept. of Biology, Trinity University, San Antonio, TX
1994	Dept. of Medicine, Hospital Universitario, Monterrey, NL, Mexico


BOOK CHAPTERS:
1. Cowie, CC, Mitchell BD.  Introduction to Clinical Diabetes.  University of Michigan: Ann Arbor, MI, 1986.
2. Mitchell BD.  Occupational epidemiology: investigating health hazards in the workplace.  Chapter 3 in: The Work Environment, Vol. 1: Occupational Health Fundamentals. Hansen DJ, ed. Lewis Publishers, Chelsea, MI, 1991.   pp. 37-51.  
3. Mitchell BD.  Macrovascular disease in diabetes.  Chapter 16 in: Diabetes: Clinical Science in Practice.  Leslie RDG and Robbins DC, Eds.  Cambridge, U.K.: Cambridge University Press, 1995.  pp. 222-236.
4. Stern MP, Mitchell BD.  Diabetes in Hispanic Americans.  Chapter 32 in: Diabetes in America (2nd ed).  Harris MI, Cowie CC, Stern MP, Boyko EJ, Reiber GE, Bennett PH, Eds.  Bethesda, MD: National Institutes of Health, National Institutes of Diabetes and Digestive and Kidney Diseases, 1995 (NIH publ. no. 95-1468), pp. 631-659. 
5. Stern MP, Mitchell BD.  Genetics of insulin resistance.  Chapter 1 in: Contemporary Endocrinology: Insulin Resistance. The Metabolic Syndrome X.  Eds. G. M. Reaven, A. Laws.  Humana Press Inc. Totowa NJ, 1999.  pp. 3-18. 
6. Hsueh W-C, Mitchell BD, Shuldiner AR.  Use of genome scans to identify susceptibility genes for type 2 diabetes.  Chapter 10 in: Genetics of Diabetes Mellitus. Lowe WL (ed.). Kluwer Academic Publishers, Norwell, MA, 2001:231-250.
7. Munir K, Mitchell BD, Shuldiner AR.  Genome scans for obesity – U.S.A. studies.  Chapter 72 in: Progress in Obesity Research: 9.  Medeiros-Neto G, Halpern A, Bouchard C, Eds.  John Libbey Eurotext Ltd, Montrouge, France.  2003.  pp. 338-341.
8. Rutherford S, Shuldiner AR, Mitchell BD.  Genome scans of type 2 diabetes mellitus.  Chapter 23 in: The International Textbook of Diabetes Mellitus (3rd ed.) E. Ferrannini, P. Zimmet, R. DeFronzo, H. Keen, Eds. J Wiley & Sons, W Sussex, UK, 2004.  pp. 439-450.
9. Mitchell BD.  Diet of Hispanics and Latinos in the U.S.  In: Nutrition and Well-Being A – Z.   Delores James, Ed.  Detroit, MI: Macmillan Reference, USA, 2004.  pp. 275-278.  
10. Mitchell BD, Chandrasekaran S.  Genetics of Type 2 Diabetes.  In: Clinical Genomics: Practical Considerations for Adult Patient Care.  M. Murray, M. Babyatsky, M. Giovanni, Eds.  McGraw Hill Education (Columbus, OH), 2013.  
11. Mitchell BD, Schäffer AA, Pollin TI, Streeten EA, Horenstein RB, Steinle NI, Yerges-Armstrong LM, Shuldiner AR, O’Connell JR.  Mapping genes in isolated populations:  lessons from the Old Order Amish.  Chapter X, in Genome Mapping and Genomics in Human and Non-Human Primates.  Pp. 141-154.  R Duggirala, AG Comuzzie, S Williams-Blangero, S Paul, Chitta Kole, Eds.  Springer: Heidelberg.  2015.
12. Mitchell BD, Kittner SJ.  Chapter 10:  Genetics of ischemic stroke and prospects for clinical applications.  In: Genomics and Personalized Medicine: Foundations, Translation, and Implementation (3rd edition). Geoffrey S. Ginsburg and Huntington F. Willard (eds).  Elsevier: London, 2017.
13. Mitchell BD. Chapter: “Type 2 Diabetes: Genetic Risk Factors.”  Johns Hopkins Diabetes Guide. Baltimore, MD, 2020.
14. Mitchell BD.  Chapter 3: The Genetics of Exceptional Longevity in Humans and Relevance to Healthy Aging.  In:  Current Perspectives on Centenarians – Introduction to Lifespan and Healthspan.  Raya Elfadel Kheirbek and Maria D. Llorente (editors).  Springer Nature:  Cham, Switzerland, 2023.
15. Yau MS, Mitchell BD.  Chapter 26: Principles of genetic epidemiology.  In”  Rheumatology (9th edition).  Marc C Hochberg , et al, (editors).  Elsevier: London, In press.



REVIEW ARTICLES:
1. Vinik AI, Mitchell BD.  Clinical aspects of diabetic neuropathies.  Diabetes/Metabolism Reviews 4: 223-254, 1988.
2. Mitchell BD, Stern MP.  Recent developments in the epidemiology of diabetes in the Americas.  World Health Statistics Quarterly 45:347-349, 1992.
3. Mitchell BD, Dyke B.  Use of genetic epidemiological methods to study complex genetic diseases.  Nutr Metab Cardiovasc Dis 7:467-479, 1997.
4. Mitchell BD, Imumorin IG.  Genetic determinants of diabetes and atherosclerosis.  Curr Atheroscler Reports 4:193-198, 2002.
5. Vinik AI, Maser RE, Mitchell BD, Freeman R.  Diabetic autonomic neuropathy.  Diab Care 26:1553-1579, 2003.
6. Sorkin J, Post W, Pollin TI, O’Connell JR, Mitchell BD, Shuldiner AR.  Exploring the genetics of longevity in the Old Order Amish.  Mech Ageing Dev 126:347-350, 2005.  
7. Lin P-I, Mitchell BD.  Approaches for unraveling the joint genetic determinants of schizophrenia and bipolar disorder.  Schiz Bulletin 34:791-797, 2008. PMC2632441
8. Rampersaud E, Mitchell BD, Naj AC, Pollin TI.  Investigating parent of origin effects in studies of Type 2 diabetes and obesity.  Curr Diab Rev 4:329-339, 2008.  PMC2896493.
9. Mitchell BD, Pollin TI.  Genomic imprinting in diabetes.  Genomic Med 2:55, 2010.   PMC2945012.
10. Mitchell BD, Yerges-Armstrong LM.  The genetics of bone loss:  challenges and prospects.  J Clin Endocrin Metab 96(5):1258-68, 2011.  PMC3085199.
11. Hochberg MC, Yerges-Armstrong L, Yau M, Mitchell BD.  Genetic epidemiology of osteoarthritis: Recent developments and future directions.  Curr Opin Rheumatol 25(2):192-97, 2013.  PMC3771580.
12. Mitchell BD, Streeten EA.  The clinical impact of recent genetic discoveries for osteoporosis.  Applica Clin Genet 6:75-85, 2013.  PMC3796859.
13. Cheng Y-C, Cole JW, Kittner SJ, Mitchell BD.  The genetics of ischemic stroke in young adults.  Circ Cardiovasc Genet 7(3):383-92, 2014.  PMC4231871.
14. Al-Hassan E, Nguyen K, Hochberg MC, Mitchell BD.  Causal factors for osteoarthritis: a scoping review of Mendelian randomization studies.  Arthritis Care Res (Hoboken) 76:366-75, 2024. PMID: 37846209.
15. Nguyen K, Mitchell BD.  A guide to understanding Mendelian randomization studies.  Arthritis Care Res (Hoboken) 76:1451-1460, 2024.  PMID: 39030941.


EDITORIALS AND COMMENTARIES:

1. Mitchell BD.  Clustering of schizophrenia with other co-morbidities – what can we learn?  Schiz Bulletin 35:282-283, 2009.  PMC2659321.
2. Hochberg MC, Yerges-Armstrong L, Mitchell BD.  Commentary: Osteoarthritis susceptibility genes continue trickling in.  Lancet 380:785-787, 2012.  PMC4031644.
3. Mitchell BD, Hanson RL.  Ask the Experts: Dissecting gene-environment interactions in type 2 diabetes.  Diab Management 2(5):375-378, 2012.   PMC4067140.
4. Nair KS, Abel ED, Adler SG, Dyck PJ, Gardner TW, Haskins KM, Hotamisligil G, Jensen MD, Krook A, Mandarino LJ, Mitchell BD, Pessin JE, Sowers JR, Sussel L, Wareham N, Vella A. Time to look back and to look forward. Diabetes 63(4):1169-70, 2014.
5. Maruthur NM, Mitchell BD.  Zinc-rs13266634 and the arrival of diabetes pharmacogenetics: the "zinc mystique."  Diabetes 63(5):1463-64, 2014.  PMC3994948
6. Xu H, Mitchell BD, Peprah E, Kittner SJ, Cole J.  The importance of conducting stroke genomics research in African ancestry populations.  Global Heart 12:163-168, 2017.
7. Mitchell BD.  Holy smokes – An interaction!  Circulation 135:2354-2365, 2017.
8. Mitchell BD. Commentary:  The racial and ethnic inequity in genomic medicine – a bridge too far. Available in: American Heart Association Professional Heart Daily. July 2, 2021.
9. Nelson SC, Gogarten SM, Fullerton SM, Isasi CR, Mitchell BD, North KE, Rich SS, Taylor MRG, Zöllner S, Sofer T. Social and scientific motivations to move beyond groups in allele frequencies: The TOPMed experience. Am J Hum Genet 109:1582-1590, 2022.
10. Mitchell BD, Whitlatch HB.  Decoding hypertension through primary aldosteronism.  Circulation 147:1110-1111, 2023.
11. Hess R, Mitchell BD.  Health and healthcare among the Plain Anabaptist People.  J Amish Plain Anabaptist Studies 11(2):vii-viii, 2023.
12. Lekoubou A, Mitchell BD.  Can genetics improve prediction of post-stroke epilepsy?  Stroke 55:2844-2845, 2024. PMID: 39502035.


ORIGINAL ARTICLES:

1986-1989
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308. Hamedani A, Cole J, Mitchell BD, and Kittner S.  Meta-Analysis of Factor V Leiden and Ischemic Stroke in Young Adults.  Presented at the International Stroke Conference 2010.  San Antonio, TX.  Feb 23-26, 2010.  
309. Howell, CD, Thompson AJ, Ryan K, Zambeeli S, Gorden A, Fried M, Afdhal NH, McHutchison JG, Shianna KV, Mitchell B, Goldstein DB, Shuldiner A. IL28B gentic variation associated with early viral kinetics and SVR in HCV genotype 1:  The VIRAHEP-C Study.  International Liver Congress 2010 in conjunction with the 45th Annual Meeting of European Association for the Study of the Liver.  Vienna, Austria.  April 14-18, 2010.  
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313. Parsa A, Brown E, Weir MR, Mitchell BD, Shuldiner AR, McArdle PF. Uric acid is causally associated with blood pressure in a controlled setting: results from a Mendelian randomization analysis of GLUT9.  Presented at the 60th Annual Meeting of the American Society of Human Genetics.  (abstract #: 113) Washington DC.  Nov 2-6, 2010.
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333. Rivera DC, Mitchell BD, Bruder J.  Osteoporosis in men: who should we treat?  Presented at the Endocrine Society's 93rd Annual Meeting & Expo.  Boston, Massachusetts.  June 4‑7, 2011.
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